Picpure lA 



1 AATTCGGCACGAGGGAAATTCAAGCACTTTTCCTAAAAGAAGGGGGAATGGATGCTGAAA 60 



6 1 CAACACGTaTCCCACAAAGGGAGC^GACACTGGGCTTGTGAAGCTGCCCCATACCTTCCC 120 



121 CACAGAACTGGGGTCCGGCCTCCCTGACATGCAGATTTCCACCCAGAAGACAGAGAAGGA 180 



131 GCCAGTGGTCATGGAATGGGCTGGC^TCAAAGACTGGGTGCCTGGGAGCTGAGGCAGCCA 24 Q 



241 CCGTTTCAGCCTGGCCAGCCCTCTGGACCCCGAGGTTGGACCCTACTGTGACACACCTAC 3 0 0 

3 01 CATGCGGACACTCTTCAACCTCCTCTGGCTTGCCCTGGCCTGCAGCCCTGTTCACACTAC 3 60 
1 MRTLFl!JLLWI.ALACSPVHTT 20 



CCTGTCAAAGTCa.GATGCCAAAAAAGCCGCCTCAAAGACGCTGCTGGAGAAGAGTCAGTT 4 20 

LSK3DAKKAASKTLLEKSQF 40 

TTCAGATAAGCCGGTGCAAGACCGGGGTTTGGTGGTGACGGACCTCAAAGCTGAGAGTGT 4 90 

SDKPVQDRGLVVTDLKAESV 60 

GGTTCTTGAGCATCGCAGCTACTGCTCGGCAAAGGCCCGGGaCAGACACTTTGCrGGGGa 54 0 

VLEHRSTCSAKARDRHFAGD 30 



TGTACTGGGCTATGTCACTCCATGGAACAGCCATGGCTACGATGTCACCAAGGTCTTTGG 600 
VLGYVTPWNSHGYDVTKVFG 100 



GAGCAAGTTCACACAGATCTCACCCGTCTGGCTGCAGCTGAAGAGACGTGGCCGTGAGAT 66 0 

SKFTQISPVWLQLKRRGREM 120 

661 GTTTGAGGTCACGGGCCTCCACGACGTGGACCAAGGGTGGATGCGAGCTGTCAGGAAGCA 720 

121 FEVTGLHDVDQGWMRAVRKH 140 



721 TGCCAAGGGCCTGCACATAGTGCCTCGGCTCCTGTTTGAGGACTGGACTTACGATGATTT 730 

141 AKGLHIVPRLLFEDWTYDDF 160 

731 CCGGAACGTCTTAGACAGTGAGGATGAGATAGAGGAGCTGAGCAAGACCGTGGTCCAGGT 34 0 

161 RNVLDSEDE lEELSKTVVQV 130 
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Figure IB 



841 GGCAAAGAi^r CAGCATTTCGATGGCTTCGTGGTGGAGGTCTGGAACCAGCTGCTAAGCCA 
181 AKNQHFDGFVVEVWNQLLSQ 

901 GAAGCGCGTGACCGACa\GCTGGGCATGTTCACGCACAAGGAGTTTGAGCAGCTGGCCCC 
201 KRVTDQLGMFTHKEFEQLAP 

961 CGTGCTGGATGGTTTCAGCCTCATGACCTACGACTACTCTACAGCGCATCAGCCTGGCCC 
221 VLDGFSLMTYDYSTAHQPGP 

10 21 TAATGCACCCCTGTCCTGGGTTCGAGCCTGCGTCCAGGTCCTGGACCCGAAGTCCAAGTG 
241 NAPLSWVRACVQVLDFKSKW 

1081 GCGAAGCAAAATCCTCCTGGGGCTCAACTTCTATGGTATGGACTACGCGACCTCCAAGGA 
261 asKlLLGLMFYGMDYATSKD 



1141 TGCCCGTGAGCCTGTTGTCGGGGCCAGGTACATCCAGACACTGAAGGACCACAGGCCCCG 

281 ARE PVVGARYXQTLKDHRPR 

1201 GATGGTGTGGGACAGCCAGGYGTCAGAGCACTTCTTCGAGTACAAGAAGAGCCGa\GTGG 

301 MVWDSQXSEHFFEYKKSRSG 

1261 GAGGCACGTCGTCTTCTACCCAACCCTGAAGTCCCTGCAGGTGCGGCTGGAGCTGGCCCG 

321 RHVVFYPTLKSLQVRLELAR 

13 21 GGAGCTGGGCGTTGGGGTCTCTATCTGGGAGCTGGGCCAGGGCCTGGACTACTTCTACGA 

341 ELGVGVS IWELGQGLDYFYD 

1 3 B 1 CCTGCTCT AGGTC-GGCATTGCGGCCTCCGCGGTGGACGTGTTCTTTTCTAAGCCATGGAG 

361 L L * 

1441 TGAGTGAGCAGGTGTGAAATACAGGCCTtCACTCCGTTAAAAAAJWVAAAAAAAAAAAAA 



1501 AAAAAAAAAAAAAAA 1515 



Figure 2 
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Figure 3A 



1 GGCACGAGCCACCTCGGCCCCGGGCTCCGAAGCGGCTCGGGGGCGCCCTTTCGGTCAACA 
61 TCGTAGTCCACCCCCTCCCCATCCCCAGCCCCCGGC-GATTCAGGCTCGCCAGCGCCCAGC 



121 CAGGGAGCCGGCCGGGAAGCGCGATGGGGGCCCCAGCCGCCTCGCTCCTGCTCCTGCTCC 
1 MGAPAASLLLLLL 



131 TGCTGTTCGCCTGCTGCTGGGCGCCCGGCGGGGCCAACCTCTCCCAGGACGGCTACTGGC 

14 i^FACCWAPGGANLSQDGyWQ 

241 AGGAGCAGGATTTGGAGCTGGGAACTCTGGCTCCACTCGACGAGGCCATCAGCTCCACAG 

34 EQOLELGTLAFLDEAISSTV 

3 01 TCTGGAGCa.GCCCTGACATGCTGGCCAGTCAAGACAGCCAGCCCTGGACATCTGATGAAA 

54 WSSPDMLASQDSQPWTSDET 

3 61 CAGTGGTGGCTGGTGGCACCGTGGTGCTCAAGTGCCAAGTGAAJ^GATCACGAGGACTCAT 
74 VVAGGTVVLKCQVKDHEDSS 

4 21 CCCTGCAATGGTCTAACCCTGCTCAGCAGACTCTCTACTTTGGGGAGAAGAGAGCCCTTC 
94 LQWSNPAQQTLYFGiKRALa 

4 31 GAGATAATCGAATTCAGCTGGTTACCTCTACGCCCCACGAGCTCAGCATCAGCATCAGCA 

114 DWRIQLVTSTPHEL3ISISN 

541 ATGTC-GCCCTGGCAGACGAGGGCGAGTACACCTGCTCAATCTTCAGTATGCCTGTGCGAA 

134 VALADEGEYTCSIFTMPVRT 

601 CTGCCAAGTGCCTCGTCACTGTGCTAGGAATTCCACAGAAGCCCATCATCACTGGTTATA 

154 - AKSLVTVLGrPQICPlITGYEC 

661 ;iJi.TCTTCATTACGGGAAAPiAGACACAGCCACCCTAAACTGTCAGTCTTCTGGGAGCAAGC 

174 SSLRE5CDTATLNCQSSGSKP 

721 CTGCAGCCCGGCTCACCTGGAGAAAGGGTGACCAAGAACTCCACGGAGAACCAACCCGCA 

194 AARLTWRKGDQELHGEPTRI 

781 TACAC-GAAGATCCCAATGGTAAAACCTTCACTGTCAGCAGCTCGGTGACATTCCAGGTTA 

214 QEDPNGKTFTVSSSVTPQVT 



341 CCCGGGAGGATGATGGGGCGAGCATCGTGTGCTCTGTGAACCATGAATCTCTAAAGGGAG 
234 REDDGASrVCSVNHESLKGA 



Figure 3B 

901 CTGACAGATCCACCTCTCAACGCATTGAAGTTTTATACACACC^CTGCGATa^TTAGGC 

254 DRSTSQRIEVL.YTPTAMIRP 

961 CAGACCCTCCCCAXCCTCGTGAGGGCCAGAAGCTGTTGCTACACTGTGAGGGTCGCGGCA 

274 oppHPREGQKLLLHCEGRGN 

1021 ATCCAGTCCCCCAGCAGTACCTATGGGAGAAGGAGGGCAGTGTGCCACCCCTGAAGATGA 

294 pvPQQYLWEKEGSVPPLKMT 

10 81 CCCAGGAGAGTGCCCTGATCTTCCCTTTCCTCAACAAGAGTGACAGTGGCACCTACGGCT 

314 QESALIFPFLNKSDSGTYGC 

11^1 GCACAGCCACCAGCAACATGGGCAGCTACA;i.GGCCTACTACACCCTCAATGTTAATGACC 

334 TATSNMGSYKAYYTLMVNDP 

1 2 Gl GCAGTCCGGTGCCCTCCTCCTCCAGCACCTACCACGCCATCATCGGTGGGATCGTGGCTT 

354 SPVPSSSSTYHAIIGGIVAF 

1 2 S 1 TCATTGTCTTCCTGCTGCTCATCATGCTCATCTTCCTCGGCCACTACTTGATCCGGCACA 
374 IVFLLLIMLIFLGHYLTRHK 

13 21 AAGGAACCTACCTGAC^CATGAGGCAAAAGGCTCCGACGATGCTCCAGACGCGGACACGG 
394 GTYLTHEAKGSDDAPDADTA 

13 31 CCATCATCAATGCAGAAGGCGGGCAGTCAGGAGGGGACGACAAGAAC-GAATATTTCATCT 

414 IINAEGGQSGGDDKKEYFI* 

1441 AGAC-GCGCCTGCCCACTTCCTGCGCCCCCCAGGGGCCCTGTGGC-GACTGCTGGGGCCGTC 

1501 ACCAACCCGGACTTGTACAGAGCAACCGCAGGGCCGCCCCTCCCGCTTGCTCCCCAGCCC 

1561 ACCCACCCCCCTGTACAGAATGTCTGCTTTGGGTGCGGTTTTGT ACTCGGTTTGGAATGG 

1621 GGAGGGAGGAGGGCGGGGGGAGGGGAGGGTTGCCCTCAGCCCTTTCCGTGGCTTCTCTGC 

IS a 1 ATTTGGGTTATTATTATTTTTGTAACAATCCCAAAGCAAATCTGTCTCCAGGCTGGAGAG 

1741 GCAGGAGCCCTGGGGTGAGAAAAGCAAAAAACAAACAAAAAACAAAACCCTGGAGTGTTA 



1 a 0 1 GGAGGAGAGTGAAGGTAGAGGGGTGAGGAAGGGTAAGGGGCAGGGCTGGTTTCAGCTCGG 



Figure 3C 

1861 GGCTCTCACCAGCCCTCCTTTCAGCCTCTACAACAGAGCAGCTTCCCAGACTTCTCCAGG 1920 

1921 AACCCAGAAACGGGATGGTTGTCGGCAAAGGTTGGGAGTGGCTTTTCCTCTGGTAGCCAC 1980 

1981 ACACCTGAGCACTACC-GACAGGGAGGCAGGTGCCACCTTGACACCTCTCTTCCATAGCAA 2040 

2041 TGGGAAAGTGATGAGTGCGGGAGTCCTGAGGAGATGTGGCCTGa^GACAACATGCAGCCA 2100 

2101 TGC AGGGACCCAGGACTGTAACCTGGGGAGGACGCGGGTCC CTGCAAGGAAGAGTAGATT 2160 

2161 TGGAGAGGAAGGATGGAGGTGGACTCTCACCCCATTCCCCCCGGA.AA.TGAACAAAGCCGG 2220 

2221 GCCCTTTCCATAGGAACTGC CCTTGGAG AT AGCAGAGTGTGGCTGCCCCTCCTTGCTCCA 22 3 0 

22 81 GCAGCAGTGGGAGAGGCACTGCTCTGGGGCCTGAACTGCCTCTGCTTCCCCCCCTGAGGG 2 34 0 

23 41 GCCCCTCACTCTTACCCAAGACTCTGGA'TTGTTGCACGGCAACCACTCCTCCCATGGCAT 24 00 

24 01 TGCTCAGCAACTACTTCTCCCTTCCCGGCCACCCTGTGCCCCCTTCCTGGTCCCAACGCC 24 60 
24 61 AGCCCTTCATCCTTCCTCCCTCAGCAGCCAGGCAGACATAACAACAAAACTACTAAAAGG 2520 
2521 AAAAAAAAAAAAAAAAA 2537 



Figure 4 
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Figure 5A 



1 CIirr3GCA.C OmSOGACG CCDGQGCCrC TGCCIGm GOGCIGCrC CIGGCQGGPG 60 
1 MRTPGPLPVLLLLLAG16 



61 CCGC03CGGC GOGGCGraCT OTCGGAGCT GCIACrCCCG OaGGjGGCC CTGAGCCAGG 120 
17APAA RPT PPT CYSR MRA LSQ 36 



121 PfmmXH CGAOTCAAC CTCCmG? TCrOSm: CTOGGAGCCA IGKJIGAGAr 180 
37EITR DFN LLQ VSSP SEP CVR 56 



181 ACCIGOTRG GaULACCIG GACmCACA Am.CTG'IGr GCIQGftCMG CIGCQGGACT 240 
57YLPR LYL DIK NYCV LDK LRD 76 



241 nGIGGCCrC GCCCCGGDGT IGGflAOGG GCCAGGTAGA nXTrmS GACAAAGCAC 300 
77FVAS PPC WKV AQVD 3LK DKA 96 



301 GGAAGCIGTA GAjTATCMG AACmTCT GCAGGSGftGA TTTGGIArTC CIGnOGMG 360 
97RKLY TIM NSF CRRD LVF LLD 116 



361 ACIGCA?3]GC CTKGAAIAC CCAATCCX^G TGACIAD3Gr CCTGCCZ^GAr GGTGfiGOGCr 420 
117 DC N A LEY PIP VTTV LPD RQR 136 



421 PMmOG iSGACCOGA ^NMCUM GAGAACTAAA GrumOG CIACCOGRC 480 



Figure 5B 

481 TTAAIGGGCC immTGA aria\.CAQG TCriGrGTm GTIGWCIG MACTGTrM" 540 

541 GiSTcrcicr Kcncn^ pmmBj: GGTAirccm cummj: ottkagc soo 

501 mGOnPG OACCAIGCr TCICATICCC TKACrCAIG TCITCCQaC-G fflQGTMT 660 
661 AmC-CMG TIGAnTGGT OVCCTAAAM GA^JSAMGG ACIMCMT TTCACnTTA 720 
721 IGAACMCm TmSGAAC MGCACMIA GmUj'lTlTi' STSOGGTT lMIG3m 780 

781 MQGiacrrT Tmcnrcr TGftmaAAc accmcAT t^kcmj: mmTAiG 840 
841 ocrrmm acacagacit TcrrcAciur cincATrm aaaagaaatt MTGcrcm 900 

901 AGMATA.TAT TTIAYGraGT GCIGACAQGA CCCACTCnT CATTGAAAGG IGA.T3\AAAT 960 
961 CAAAIAAAGA ATCTCITCAC AJGARAAAAA AAAAAA 996 



Figure 6 
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